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Position on chromosome 2 ->

This is chr2 of profile dr3. Plot size: ipad 1pixel per probe Spixels per probe.

Go to home profile dr3 an un-annotated chromosome.

S

Obreakpoints

how alterations on the UCSC

egl
..0\._

copy

number
annotations

*v o .p}breakpoint K
A Q
annotations G

enome browser.










‘

RECTNESS




dated Data




Allow user to move and zoom over
data. Bigwig Files => Data

Goal: “Snappy”, movable, editable
data model






